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Research progress on traditional Chinese medicine in regulating gut microbiota for treatment of

slow transit constipation
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Abstract: Slow transit constipation (STC) is a condition with complex etiology, and gut microbiota imbalance is closely associated with its

development and progression. This review summarizes recent research on the origin of STC in traditional Chinese medicine, the relationship between

gut microbiota and STC, and the role of Chinese materia medica in regulating gut microbiota to treat STC. The aim is to provide a theoretical reference

for elucidating the deep mechanisms of Chinese materia medica in regulating gut microbiota through multiple targets and pathways to treat STC.
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